
 

 

 
 
 

 



Figure S1. The list of mass spectra of each amino acid and fragmentation spectrum – amidated (-0.98402 Da) that makes up PNX, detected in L5 DRG 

from animal nr 1 (DRG1) 
 

Phoenixin fragmentation spectrum – amidated (F) 

 

Sequence: DVQPPGLKVWSDPF, F14-Amidated (-0.98402 Da) 

Charge: +2,   Monoisotopic m/z: 792.41083 Da (-3.64 mmu/-4.59 ppm),   MH+: 1583.81438 Da,   RT: 55.2424 min, 

Identified with: Sequest HT (v1.17); XCorr:2.50,  

Fragment match tolerance used for search: 0.02 Da 

Fragments used for search: -H₂O; y; -NH₃; y; b; b; -H₂O; b; -NH₃; y 

 

   

 


